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aequenco f : oxpDNAa 371 bp 
Sequenced: expOWAb 304 bp 

* - — i 

1>ATARA«SR 

Soquencd 3: Cf-OS 432 bp 
SoqudnCd 4: Us-OB 364 bp 
Sequence 6: Oa-D& 371 bp 
Sequence 0: Cf-DD 336 bp 
Sequenoe 7; Hs-O 343 bp 
Sequence 6: £p^B 304 bp 
Sequonoe 9: OoOB 409 bp 
Sequenoe 10: Rn<nB 298 bp 
Soquenoo 1 1 : Mm-08 298 bp 
Soquonco 12: DnH3B 21 1 bp 
Sequene© 13: CoVB 259 bp 

I 

$equenee9 (1:3) Aligned. Soore: 01 Sequences (2:3) Alfenod. Score: 86 

Sequenees (i:4) Alioned. Soore: 70 Sequences (2>4) Allseed. Score: 81 

fi<mtiflnftflft(i;5> Ag gnad. Scom! 100 Sequences (2:6) Aligned. Score: 84 

Sequoftces (1:8) Alined. Soore: 67 Sequences (2:6) AQgned. Score: 81 

Sfiquoncos (1:7) ABofKKl. Oooro; 81 Sequences i?.:7) AOgned, Soore: 85 

Soquoncos (1:8) AUgood. Sooro: 84 Sefluen«8 <2;8> AgqTied. gwre- 10P 

Sequenced (1:6) Anoned. Score: 60 Soquoncod <2:9) Aligned. Score: 81 

Sdquencee (1:10) AUgitod. Scoro: 88 Soqucncos (2:t0) Aligned. Score: 78 

Sequences (1 :11) Al^ed. Soom: 88 Gequenees (2:1 1) AQgned. Soore: 77 

SequBRoes (1:12) Altgned. Seom 65 Sequanooe (2:12) Aflgned. Soore: 81 

Sequences <1;13> Aligned. 8ooTe:40 Sequences (2:18) ABpned. Score: 75 
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FIG.8 (SEQIDN0:9) 

1 gcccagcacc ccaaggcggc caacgccaaa actctccctc ctcctcttcc tcaatctcgc 
61 tctcgctctt tttttttttc gcaaaaggag gggagagggg gtaaaaaaat gctgcactgt 
121 gcggcgaagc cggtgagtga gcggcgcggg gccaatcagc gtgcgccgtt ccgaaagttg 
181 ccttctatgg ctcgagcggc cgcggcggcg ccctataaaa cccagcggcg cgacgcgcca 
241 ccaccgccga gaccgcgtcc gcccgcgagc acagagcctc gcctttgccg atccgccgcc 
301 cgtccacacc cgccgccagg taagcccggc cagccgaccg gggcatgcgg ccgcggcect 
361 tcgcccgtgc agagccgccg tctgggccgc agcggggggc gcatggggcg gaaccggacc 
421 gccgtggggg gcgcgggaga agcccctggg cctccggaga tgggggacac cccacgccag 
4B1 ttcgcaggcg cgaggccgcg ctcgggeggg cfgcgctccgg gggtgccgct ctcggggcgg 
541 gggcaaccgg cggggtcttt gtctgagccg ggctettgcc aatggggatc gcacggtggg 
601 cgcggcgtag cccccgtcag gcccggtggg ggctggggcg ccatgcgcgt gcgcgctggt 
661 cctttgggcg ctaactgcgt gcgcgctggg aattggcgct aattgcgcgt gcgcgctggg 
721 actcaatggc gctaategcg cgtgcgttct ggggcccggg cgcttgcgcc acttcctgcc 
7B1 cgagccgctg gcgcccgagg gtgtggccgc tgcgtgcgcg cgcgcgaccc ggtcgctgtt 
841 tgaaccgggc ggaggcgggg ctggcgcccg gttgggaggg ggttggggcc tggcttcctg 
901 ccgcgcgccg cggggacgcc tccgaccagt gtttgccttt tatggtaata acgcggccgg 
961 cccggcttcc tttgtcccca atctgggcgc gcgccggcgc cccctggcgg cctaaggaet 
1021 cggcgcgccg gaagtggcca gggcgggggc gacttcggct cacagcgcgc ccggctattc 
1081 tegcagctca ccatggatga tgatatcgcc gcgctcgtcg tcgacaacgg ctccggcatg 
1141 tgcaaggccg gcttcgcggg cgacgatgcc cccogggccg tcttcccctc catcgtgggg 
1201 cgccccaggc accaggtagg ggagctggct gggtggggca gccccgggag cgggcgggag 
1261 gcaagggcgc tttctctgca caggagcctc ccggtttccg gggtgggctg cgcccgtgct 
1321 cagggcttct tgtcetttec ttcccagggc gtgatggtgg gcatgggtca gaaggattcc 
1381 tatgtgggcg acgaggccca gagcaagaga ggcatcctca ccctgaagta ccccatcgag 
1441 cacggcatcg tcaccaactg ggacgacatg gagaaaatct ggcaccacac cttctacaat 
1501 gagctgcgtg tggctcccga ggagcacccc gtgctgctga ccgaggcccc cctgaacccc 
1561 aaggccaacc gcgagaagat gacccaggtg agtggcccgc tacctcttct ggtggccgcc 
1621 tccctccttc ctggcctccc ggagctgcgc cctttctcac tggttccctc ctctgccgtt 
1681 ttccgtagga ctctcttctc tgacctgagt ctcctttgga actctgcagg ttctatttgc 
1741 tttttcccag atgagctctt tttctggtgt ttgtctctct gactaggtgt ctgagacagt 
1801 gttgtgggtg taggtactaa cactggctcg tgtgacaagg ccatgaggct ggtgtaaagc 
1861 ggccttggag tgtgtattaa gtaggcgcac agtaggtctg aacagactcc ccatcccaag 
1921 accccagcac aettagccgt gttctttgca ctttctgcat gtcccccgtc tggcctggct 
1981 gtccccagtg gcttccccag tgtgaeatgg tgcatctctg cctcacagat catgtttgag 
2041 accttcaaca ccccagccat gtacgttgct atccaggctg tgctatccct gtacgcctct 
2101 ggccgtacca ctggcatcgt gatggactcc ggtgacgggg tcacccacac tgtgcccatc 
2161 tacgaggggt atgccctcec ccatgccatc ctgcgtctgg acctggctgg ccgggacctg 
2221 actgactacc tcatgaagat cctcaccgag cgcggctaca gcttcaccac cacggccgag 
2281 cgggaaatcg tgcgtgacat taaggagaag ctgtgctacg tcgccctgga cttcgagcaa 
2341 gagatggcca cggctgcttc cagctcctcc ctggagaaga gctacgagct gcctgacggc 
2401 caggtcatca ccattggcaa tgagcggttc cgctgccctg aggcactctt ccagccttcc 
2461 ttcctgggtg agtggagact gtctcccggc tctgcctgac atgagggtta cccctcgggg 
2521 ctgtgctgtg gaagctaagt cctgccctca tttccctctc aggcatggag tcctgtggca 
2581 tccacgaaac taccttcaac tccatcatga agtgtgacgt ggacatccgc aaagacctgt 
2641 acgccaacac agtgctgtct ggcggcacca ccatgtaccc tggcattgec gacaggatgc 
2701 agaaggagat cactgccctg gcacccagca caatgaagat caaggtgggt gtctttcctg 
2761 cctgagctga cctgggcagg tcagctgtgg ggtcctgtgg tgtgtgggga gctgtcacat 
2821 ccagggtcct cactgcctgt ccccttccct cctcagatca ttgctcctcc tgagcgcaag 
2881 tactccgtgt ggatcggcgg ctccatcctg gcctcgctgt ccaccttcca gcagatgtgg 
2941 atcagcaagc aggagtatga cgagtccggc ccctccatcg tccaccgcaa atgcttctag 
3001 gcggactatg acttagttgc gttacaccct ttcttgacaa aacctaactt gcgcagaaaa 
3061 caagatgaga ttggcatggc tttatttgtt ttttttgttt tgttttggtt tttttttttt 
3121 ttttggcttg actcaggatt taaaaactgg aacggtgaag gtgacagcag tcggttggag 
3181 cgagcatccc ccaaagttca caatgtggcc gaggactttg attgcattgt tgttttttta 
3241 atagtcactc caaatatgag atgcattgtt acaggaagtc ccttgccatc ctaaaagcca 
3301 ccccacttct ctctaaggag aatggcccag tcctctccca agtccacaca ggggaggtga 
'3361 tagcattget ttcgtgtaaa ttatgtaatg caaaattttt ttaatcttcg ccttaatact 
3421 tttttatttt gttttatttt gaatgatgag ccttcgtgcc cccccttccc cctttttgtc 
3481 ccccaacttg agatgtatga aggcttttgg tctecctggg agtgggtgga ggcagccagg 
3541 gcttacctgt acactgactt gagaccagtt gaataaaagt gcacacctta aaaatgaggc 
3601 caagtgtgac cttgtggtgt ggctgggttg ggggcagcag agggtg 
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